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SEC31A Knockout HEK293T Cells
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human SEC31A 22872 BC047883 NM 016211
About the gene

Official Symbol SEC31A

Previous Symbol SEC31L1

Official Full Name | SEC31 homolog A, COPII coat complex component

Synonyms KIAA0905; ABP125; ABP130
Location 4q21.22

Gene Type protein-coding gene

Uniprot ID 094979

Pathway/Library Oncogenes Library

The protein encoded by this gene is similar to yeast Sec31 protein. Yeast Sec31 protein is known to be a
component of the COPII protein complex which is responsible for vesicle budding from endoplasmic
reticulum (ER). This protein was found to colocalize with SEC13, one of the other components of COPII ,
in the subcellular structures corresponding to the vesicle transport function. An immunodepletion
experiment confirmed that this protein is required for ER-Golgi transport. Alternative splicing results in
multiple transcript variants encoding different isoforms.
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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